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Results:N=9
- SCFA,	pH	and	total	bacterial	abundance	remained	unaltered,	

but	relative	abundance	was	higher	for	butyrate-producing	
Clostridium	cluster	XIVa (P=0.008)	and	mucus-associated	
Akkermansia muciniphila (P=0.016),	and	lower	for	
Ruminococcus torques	(P=0.034)	during	the	Australian	
compared	with	low	FODMAP	diet.	

- The	diets	had	no	effects	on	calprotectin,	but	symptoms	doubled	
in	severity	with	the	Australian	diet	(n=9;	P=0.001)

RCT/Low FODMAP diet/CD /Induction

Conclusion:
In	clinically quiescent Crohn’s disease,	altering dietary FODMAP	
intake is associated with marked changes in	fecal	microbiota,	most
consistent with a	prebiotic effect of increasing FODMAPs as	shown
in	an irritable	bowel/healthy cohort.	

Cross-over	randomized	trial.
Patients	with	quiescent	CD	were	randomised	to	21	days	of	typical	
Australian	diet	or	low	FODMAP	diet	with	over	21	days	washout	in	
between.

Primary endpoints: The primary end point was the difference in	
fecal	microbiota	on the low FODMAP	vs	typical Australian diets as	
measured by total	and	specific bacterial abundance.
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